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It is hard to imagine, but Neurology® Genetics has now been in publication for 7 years and has
established itself as a premier journal for clinical neurogenetics. Given this success, the editors
have reevaluated the mission and goals of the journal and decided that it is time to expand the
scope of articles considered for publication. Although most of the articles will still deal with rare
and common genetic variation, genotype-phenotype correlations, outlier phenotypes as a result
of mutations in known disease genes, and genetic variants with a putative link to diseases, we will
broaden the scope.

We will now consider studies on genetic disease risk; pharmacogenomics; polygenic risk scores;
transcriptomics and translatomics; Mendelian randomization studies; studies focused on natural
history, clinical outcomemeasures, and biomarkers; as well as clinical trials addressing genetic diseases.
Although genetically engineeredmodel systems are not a primary focus ofNeurology: Genetics, we are
interested in studies using model systems to understand human diseases. This includes studies
examining biomarker development, transcriptomics, and preclinical treatment trials.

Our Clinical/Scientific Notes (CSNs) have found a lot of interest and are ideal for case reports
and case series of patients with genetic disorders. We have therefore increased the word limits
from 750 words to 1,250 words and 15 references for CSNs. This will provide space for
important methodological and bioinformatic details that are now requested for all articles,
including CSNs.

Because genetic analyses are evolving rapidly in both sequencing technology and bioinformatics,
it is important to report on details of variant detection. This includes information regarding
hardware, such as read-lengths and coverage, and on the bioinformatics tools used to analyze
whole exomes or whole genomes. The dates when these studies were performed are important.
This is especially true for commercial gene panels that are continuously modified or expanded.
We discourage the use of the term “mutation” and prefer the terms “pathogenic” or “likely
pathogenic” variant. We refer authors to the statement by the American College of Medical
Genetics1 and subsequent recommendations.2

Our process of sharing papers submitted to Neurology with Neurology: Genetics needs clarifi-
cation. Some articles may be deemed too subspecialized for publication in Neurology after
editorial review or after reviewer comments. When authors have checked the box allowing
transfer toNeurology: Genetics, this will happen automatically and accelerate the review process. If
reviews are available from Neurology, the editorial team will often ask authors to address com-
ments directly without requesting additional reviews, which will save valuable time and shorten
turn-around of the respective manuscript. If the authors did not allow a lateral transfer but the
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editors of Neurology think that the paper may be suited for
Neurology: Genetics, they will be invited to consider this option.

Finally, I want to draw the attention of authors and readers to our
renewed emphasis on timely and clinically relevant reviews.3-6

Although many of the reviews are invited, we encourage
authors to submit inquiries for reviews to the Editorial Office.

We are looking forward to an exciting year of publishing in 2023!
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